Running RIscoper from the Command Line
Typically, you run RIscoper software using the RIscoper desktop application; however, you can also run RIscoper software from the command line (for Linux, Unix, Dos etc.). 
Command form
To run RIscoper from the command line, use a java command of the form:
java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i <"full path/input_filename.txt"> -o "full path/output_filename.txt" -t <"i"|"il"|"t"|"p"|"k"> -f <"yes"|"no"> -p <"integer"> -s <"yes"|"no"> -e <"yes"|"no">
[bookmark: _Toc184460213]Syntax
	-i (--input)
	Input word (PMID or keyword), document (PMID list.txt or articles.txt) or file (file including PDF documents).
Usage: -i <"full path/input_filename.txt"> or -i <"full path">

	-o (--output)
	Output the results to a text document (.txt).
Usage: -o <"full path/output_filename.txt">

	-t (--type)
	Select input types, there are five types as follows:
i, input the PMID, for example "24984703";
il, input the PMID list, for example: " example PMID.txt ";
t, input the articles file, for example: "example articles.txt";
p, input the PDF files, for example: "/example PDF";
k, input the keywords, for example: " mir-34a-5p ".
Usage: -t <"i"|"il"|"t"|"p"|"k"> 

	-f (--filter)
	Select the "RNA entity filter" or not:
yes, select "RNA entity filter";
no, not select ""RNA entity filter"", default. 
Usage: -f <"yes"|"no">

	-p (--fdr)
	Set the FDR threshold (range from 0 to 15).
Usage: -p <"integer">    0 ≤ integer ≤ 15 

	-s (--sentence)
	Only export the positive sentences (sentence with score higher than FDR threshold) or export all sentences:
yes, only export the positive sentences;
no, export all sentences. default
Usage: -s <"yes"|"no">

	-e (--entity)
	Export the sentences containing entities which are identified from sentences of input file or export the sentences without entities:
yes,export the sentences containing entities. default;
no, export the sentences without entities.
Usage: -e <"yes"|"no">

		-u (--upload)



	Upload new positive RRI sentences and RNA names
[bookmark: _GoBack]sentence, upload new positive RRI sentences.
ncRNA, upload new ncRNA names.
mRNA, upload new mRNA names.
Usage: -u <"sentence"|"ncRNA"|"mRNA">

	-h (--help)
	Get help for all Syntax.
Usage: -h <"help">



Examples:

Input PMID (PMID: "24984703"):
java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i "24984703" -o " full path/output.txt" -t "i" -f "no" -p "5" -s "yes" -e "yes"

Input PMID list (example PMID.txt):
[bookmark: OLE_LINK1]java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i "full path/example PMID.txt" -o " full path/output.txt" -t "il" -f "no" -p "5" -s "yes" -e "yes"

Input articles(example articles.txt):
[bookmark: OLE_LINK2]java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i "full path/articles.txt" -o " full path /output.txt" -t "t" -f "no" -p "5" -s "yes" -e "yes"

Input PDF files ("example PDF" folder):
java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i "full path/example PDF" -o " full path/output.txt" -t "p" -f "no" -p "5" -s "yes" -e "yes"

Input keyword (keyword: "mir-34a-5p"):
java -Xmx1G -Dfile.encoding=utf-8 -jar full path/RIscoper.jar -i "mir-34a-5p" -o "full path/output.txt" -t "k" -f "no" -p "5" -s "yes" -e "yes"

